Managing disk quotas of Galaxy account

a) After logging in, click ‘User’ on the control panel and find ‘Histories’.
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Logged in as emmettpengxi@hotmail.com
Preferences

Custom Builds

This analysis pipeline is built and maintained by DengLab and it is suitable for high-throu
sequencing data (16S rRNA, ITS, 18S rRNA and functional genes).

Please see the workflow below and download the
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Meiying Xu, Huaqun Yin, Aijie Wang, Zhili He, Ye Deng. Biodiversity and species competi pages ial biofilm
community. Molecular Ecology 26 (2017) 6170-82. DOI:10.1111/mec.14356

Workflow Invocations

Visualizations
If you are interested in our sequencing analysis pipeline, please contact with Prof. Ye Deng ac.cn). Please send your il),

password, name and affiliations as well if you want to register an account. The default space for each account is 10Gb. If you need extra space, please
indicate in the e-mail. Thank you!

Recent updates:

2023-11-3 Updata pages.

2023-08-24 RDP Classifier is updated to 2.14 version, based on a training set version No. 19 (updated Aug. 23th, 2023). Please note the most of
prokaryotic phyla have new names, and see details in Oren A, Garrity GM. 2021
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- 2023-04-17 Cutadapt is ready to find and remove primer or adapter bases for high-throughput sequencing data. sultat 90 confldence
Translation and Clustering 2022-10-01 A new section of "16S GCN prediction' is available, mainly for 16S rRNA gene copy number predictions, using rrDB, PICRUST2 or 479: Response ratioplo. ® & X
= " . R rGade16S. tat 90 confidence
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Miscellaneous 2022-9-24 UNITE was updated to 8.3 version (2021-5-10). Both fungi and eukaryote were added for RDP Classifier. ey
WORKELOWS
Allworkfiows 2021-12-24 Striped Unifrac is ready now. The SILVA database of 18S and 28S for RDP Classifier was updated to 138.1 version. Merry a77: @& %
workdiow tat 90 confidence
Brotin Cstor - Tansition and 2021123 PYNAST Alignment is ready now. !
‘Saved Histories’ lick ‘Ad d Search’
b) On ‘Saved Histories’ page, clic vanced Search’.
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search history names and tags Q.
Advanced Search

O Name

Items  Datasets Tags Sharing Size on Disk Created Last Updatedt Status

O mem2021Tests = 223 189 [32 ‘! » Accessible, Published 2368 Apr12,2021  Nov10,2023
O buid ~ 488 286 ‘ 134 u 1 » 23668 0ct09,2020  Oct 27,2023 current history

Unnamed history |~ A | » 3omB Jan06,2022  Apr20,2023
O PaperNG  ~ 204 500 E n » 17768 Mar11,2020  Dec 17,2021
O upgrade.test ~ w ol » owiMs  Dec02,2021  Dec02,2021
O cxiesthid ~ ve 15 3] » 15568 Nov14 2018 Sep23,2021
o e 30 2% ' » 1568 May 09,2021  May 26,2021
O old_test.data ~ 22 13 ;‘ » 2168 Apri2, 2021 Apris, 2021
O | Near-Farts | ~ u | » 17M8 Mar20,2019  Mar 31,2019

For O selected toms:  Rename | Delete | Delete Permanently | Undelete

Histories that have been deleted for more than a time period specified by the Galaxy administrator(s) may be permanently deleted.

Import from file
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477: Responseratioplo @ & X
tat 90 confidence
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c) See all histories of all statuses. Only those histories with the status ‘deleted

permanently’ have been removed from disk storage and excluded from your quotas.

Those only marked as ‘deleted’ will not display in the history set. Tick the box and

click ‘Delete Permanently’ will remove the corresponding history from disk storage

for good.

L./ Make sure you have copies of your important files. ‘Delete Permanently’

is non-reversible.
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